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The authors wish to make the following corrections to their article: In the section '**The small RNA profile can provide information about virus biology**' of RESULTS, the order of the words sense and antisense was mistakenly inverted. The fourth sentence of the second paragraph on this section of the original manuscript reads:In contrast, the profile of PCLV showed two separate peaks of 21 and 24--29 nt, consistent with small RNAs generated by both siRNA and piRNA pathways. Indeed, 24--29 nt small RNAs derived from PCLV showed enrichment for U at position 1 and A at position 10, typical of **[sense and antisense]{.ul}** insect piRNAs, respectively (Figure [5A](#F1){ref-type="fig"}).The correct text should read as below:In contrast, the profile of PCLV showed two separate peaks of 21 and 24--29 nt, consistent with small RNAs generated by both siRNA and piRNA pathways. Indeed, 24--29 nt small RNAs derived from PCLV showed enrichment for U at position 1 and A at position 10, typical of **[antisense and sense]{.ul}** insect piRNAs, respectively (Figure [5A](#F1){ref-type="fig"}).A similar mistake was committed in Figure [5](#F1){ref-type="fig"}.In panel A of Figure [5](#F1){ref-type="fig"}, antisense and sense labels in panel A were inverted. The order of the words sense and antisense was also inverted in the legend of Figure [5](#F1){ref-type="fig"}. The correct Figure and legend are provided below.

![The presence of virus-derived piRNAs with a ping-pong signature is indicative of ovary infection. (A) 24--29 nt small RNAs derived from PCLV show a 10 nt overlap between **[antisense and sense]{.ul}** strands and U enrichment at position 1 and A enrichment at position 10 consistent with piRNAs generated by the ping-pong amplification mechanism found in the insect germline. (B) Both PCLV and HTV are detected in individual mosquitoes but only PCLV is present in ovaries as determined by RT-PCR. Results are representative of 8 ovaries of individual mosquitoes that were analyzed. The endogenous gene Rpl32 was used as control for the RT-PCR.](gkw044fig1){#F1}

The results and conclusion of the article are not affected and remain valid. The authors apologize to the readers for the inconvenience caused.
